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AB Formyl peptide receptor- like 1 (FPRL1) is an important classical 

chemoattractant receptor that is expressed in phagocytic cells in the 
peripheral blood and brain. Recently, various novel agonists have been 
identified from several origins, such as host-derived mols. Activation of 
FPRL1 is closely related to inflammatory responses in the host defense 
mechanism and neurodegenerative disorders. Here, the authors identified 
several novel peptides by screening hexapeptide libraries that inhibit the 
binding of one of FPRL1 agonists [Trp-Lys-Tyr-Met-Val-D-Met-C0NH2 
(WKYMVm) ] to its specific receptor, FPRL1, in RBL-2H3 cells. Among the 
novel peptides, Trp - Arg - Trp - Trp - Trp - Trp - C0NH2 [WRWWWW ( WRW4 ) ] showed the 
most potent activity in terms of inhibiting WKYMVm binding to FPRL1 . The 
authors also found that WRW4 inhibited the activation of FPRL1 by WKYMVm, 
resulting in the complete inhibition of the intracellular calcium 
increase, extracellular signal-regulated kinase activation, and 
chemotactic migration of cells toward WKYMVm. For the receptor 
specificity of WRW4 to the FPR family, the authors obsd. that WRW4 
specifically inhibit the increase in intracellular calcium by the FPRL1 
agonists MMK-1, amyloid .beta. 42 (A. beta. 42) peptide, and F peptide, but 
not by the FPR agonist, f MLF . To investigate the effect of WRW4 on 
endogenous FPRL1 ligand- induced cellular responses, the authors examd. its 
effect on A. beta. 42 peptide in human neutrophils. A. beta. 42 
peptide-induced superoxide generation and chemotactic migration of 
neutrophils were inhibited by WRW4 , which also completely inhibited the 
internalization of A. beta. 42 peptide in human macrophages. WRW4 is the 
first specific FPRL1 antagonist and is expected to be useful in the study 
of FPRL1 signaling and in the development of drugs against FPRLl-related 
diseases . 
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AB The present invention provides DNA mols. that constitute fragments of the 
genome and cDNAs from Zea mays mays (HYBRID SEED #3 5A19) and Arabidopsis 
thaliana (ecotype Wassilewski) , and polypeptides encoded thereby. The DNA 
mols. are useful for specifying a gene product in cells, either as a 
promoter or as a protein coding sequence or as an UTR or as a 3 ' 
termination sequence, and are also useful in controlling the behavior of a 
gene in the chromosome, in controlling the expression of a gene or as 
tools for genetic mapping, recognizing or isolating identical or related 
DNA fragments, or identification of a particular individual organism, or 
for clustering of a group of organisms with a common trait. Arabidopsis 
DNA is used in the present expt . , but the procedure is a general one. 
Protocols are provided for Southern hybridizations and transformation of 
carrot cells. [This abstr. record is one of 15 records supplemental to 
CA13316218528Q necessitated by the large no. of index entries required to 
fully index the document and publication system constraints.] . 
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M.; Strong, C . ; Sun, H.; Lamar, B . ; Yordan, C; Ma, P.; Zhong, J.; 
Preston, R. ; Vil, D . ; Shekher, M. ; Matero, A.; Shah, R.; Swaby, I'K.; 
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AB The higher plant Arabidopsis thaliana is an important model for 

identifying plant genes and detg. their function. To assist biol . 
investigations and to define chromosome structure, a coordinated effort to 
sequence the Arabidopsis genome was initiated in late 1996. This report 
describes one of the first milestones of this project, the sequence of 
chromosome 4. Anal, of 17.38 megabases of unique sequence, representing 



about 17% of the genome, reveals 3744 protein coding genes, 81 tRNAs, and 
numerous repeat elements. Heterochromatic regions surrounding the 
putative centromere, which has not yet been completely sequenced, are 
characterized by an increased frequency of a variety of repeats, new 
repeats, reduced recombination, lowered gene d., and lowered gene 
expression. Roughly 60% of the predicted protein-coding genes have been 
functionally characterized on the basis of their homol . to known genes. 
Many genes encode predicted proteins that are homologous to human and 
Caenorhabditis elegans proteins. 
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1-Mediated Signaling 
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AB Formyl peptide receptor-like 1 (FPRL1) is an important classical 

chemoattractant receptor that is expressed in phagocytic cells in the 
peripheral blood and brain. Recently, various novel agonists have been 
identified from several origins, such as host-derived mols. Activation of 
FPRL1 is closely related to inflammatory responses in the host defense 
mechanism and neurodegenerative disorders. Here, the authors identified 
several novel peptides by screening hexapeptide libraries that inhibit the 
binding of one of FPRL1 agonists [Trp-Lys-Tyr-Met- Val-D-Met-C0NH2 
(WKYMVm) ] to its specific receptor, FPRL1, in RBL-2H3 cells. Among the 
novel peptides, Trp-Arg-Trp-Trp-Trp-Trp-CONH2 [WRWWWW (WRW4 ) ] showed the 
most potent activity in terms of inhibiting WKYMVm binding to FPRL1 . The 
authors also found that WRW4 inhibited the activation of FPRL1 by WKYMVm, 
resulting in the complete inhibition of the intracellular calcium 
increase, extracellular signal-regulated kinase activation, and 
chemotactic migration of cells toward WKYMVm. For the receptor 
specificity of WRW4 to the FPR family, the authors obsd. that WRW4 
specifically inhibit the increase in intracellular calcium by the FPRL1 
agonists MMK-1, amyloid .beta. 42 (A. beta. 42) peptide, and F peptide, but 
not by the FPR agonist, f MLF . To investigate the effect of WRW4 on 
endogenous FPRL1 ligand- induced cellular responses, the authors examd. its 
effect on A. beta. 42 peptide in human neutrophils. A. beta. 42 
peptide-induced superoxide generation and chemotactic migration of 
neutrophils were inhibited by WRW4 , which also completely inhibited the 
internalization of A. beta. 42 peptide in human macrophages. WRW4 is the 
first specific FPRL1 antagonist and is expected to be useful in the study 
of FPRL1 signaling and in the development of drugs against FPRLl-related 
diseases . 
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AB Formyl peptide receptor-like 1 (FPRL1) is an important classical 

chemoattractant receptor that is expressed in phagocytic cells in the 
peripheral blood and brain. Recently, various novel agonists have been 
identified from several origins, such as host-derived mols. Activation of 
FPRL1 is closely related to inflammatory responses in the host defense 
mechanism and neurodegenerative disorders. Here, the authors identified 
several novel peptides by screening hexapeptide libraries that inhibit the 
binding of one of FPRL1 agonists [Trp-Lys-Tyr-Met-Val-D-Met-CONH2 
(WKYMVm) ] to its specific receptor, FPRL1, in RBL-2H3 cells. Among the 
novel peptides, Trp - Arg - Trp - Trp - Trp - Trp - CONH2 [WRWWWW ( WRW4 ) ] showed the 
most potent activity in terms of inhibiting WKYMVm binding to FPRL1 . The 
authors also found that WRW4 inhibited the activation of FPRL1 by WKYMVm, 
resulting in the complete inhibition of the intracellular calcium 
increase, extracellular signal-regulated kinase activation, and 
chemotactic migration of cells toward WKYMVm. For the receptor 
specificity of WRW4 to the FPR family, the authors obsd. that WRW4 
specifically inhibit the increase in intracellular calcium by the FPRL1 
agonists MMK-1, amyloid .beta. 42 (A. beta. 42) peptide, and F peptide, but 
not by the FPR agonist, f MLF . To investigate the effect of WRW4 on 
endogenous FPRL1 ligand- induced cellular responses, the authors examd. its 
effect on A. beta. 42 peptide in human neutrophils. A. beta. 42 
peptide-induced superoxide generation and chemotactic migration of 
neutrophils were inhibited by WRW4 , which also completely inhibited the 
internalization of A. beta. 42 peptide in human macrophages. WRW4 is the 
first specific FPRL1 antagonist and is expected to be useful in the study 
of FPRL1 signaling and in the development of drugs against FPRLl-related 
diseases . 
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AB Formyl peptide receptor- like 1 (FPRL1) is an important classical 

chemoattractant receptor that is expressed in phagocytic cells in the 
peripheral blood and brain. Recently, various novel agonists have been 
identified from several origins, such as host-derived mols. Activation of 
FPRL1 is closely related to inflammatory responses in the host defense 
mechanism and neurodegenerative disorders. Here, the authors identified 
several novel peptides by screening hexapeptide libraries that inhibit the 
binding of one of FPRL1 agonists [Trp-Lys-Tyr-Met-Val-D-Met-C0NH2 
(WKYMVm) ] to its specific receptor, FPRL1, in RBL-2H3 cells. Among the 
novel peptides, Trp - Arg - Trp - Trp - Trp - Trp - C0NH2 [WRWWWW ( WRW4 ) ] showed the 
most potent activity in terms of inhibiting WKYMVm binding to FPRL1 . The 
authors also found that WRW4 inhibited the activation of FPRL1 by WKYMVm, 
resulting in the complete inhibition of the intracellular calcium 
increase, extracellular signal-regulated kinase activation, and 
chemotactic migration of cells toward WKYMVm. For the receptor 
specificity of WRW4 to the FPR family, the authors obsd. that WRW4 
specifically inhibit the increase in intracellular calcium by the FPRL1 
agonists MMK-1, amyloid .beta. 42 (A. beta. 42) peptide, and F peptide, but 
not by the FPR agonist, f MLF . To investigate the effect of WRW4 on 
endogenous FPRL1 ligand- induced cellular responses, the authors examd. its 
effect on A. beta. 42 peptide in human neutrophils. A. beta. 42 
peptide-induced superoxide generation and chemotactic migration of 
neutrophils were inhibited by WRW4 , which also completely inhibited the 
internalization of A. beta. 42 peptide in human macrophages. WRW4 is the 
first specific FPRL1 antagonist and is expected to be useful in the study 
of FPRL1 signaling and in the development of drugs against FPRLl-related 
diseases . 
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The present invention provides DNA mols. that constitute fragments of the 
genome and cDNAs from Zea mays mays (HYBRID SEED #35A19) and Arabidopsis 
thaliana (ecotype Wassilewski) , and polypeptides encoded thereby. The DNA 
mols. are useful for specifying a gene product in cells, either as a 
promoter or as a protein coding sequence or as an UTR or as a 3 ' 
termination sequence, and are also useful in controlling the behavior of a 
gene in the chromosome, in controlling the expression of a gene or as 
tools for genetic mapping, recognizing or isolating identical or related 
DNA fragments, or identification of a particular individual organism, or 
for clustering of a group of organisms with a common trait. Arabidopsis 
DNA is used in the present expt . , but the procedure is a general one. 
Protocols are provided for Southern hybridizations and transformation of 
carrot cells. [This abstr. record is one of 15 records supplemental to 
CA13316218528Q necessitated by the large no. of index entries required to 
fully index the document and publication system constraints.] . 
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AB The higher plant Arabidopsis thaliana is an important model for 

identifying plant genes and detg. their function. To assist biol . 
investigations and to define chromosome structure, a coordinated effort to 
sequence the Arabidopsis genome was initiated in late 1996. This report 
describes one of the first milestones of this project, the sequence of 
chromosome 4. Anal, of 17.38 megabases of unique sequence, representing 
about 17% of the genome, reveals 3744 protein coding genes, 81 tRNAs, and 
numerous repeat elements. Heterochromatic regions surrounding the 
putative centromere, which has not yet been completely sequenced, are 
characterized by an increased frequency of a variety of repeats, new 
repeats, reduced recombination, lowered gene d., and lowered gene 
expression. Roughly 60% of the predicted protein-coding genes have been 
functionally characterized on the basis of their homol . to known genes. 
Many genes encode predicted proteins that are homologous to human and 
Caenorhabditis elegans proteins. 
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